
GO:0000278
mitotic cell cycle

0.05256
13 / 23

GO:0006629
lipid metabolic proc...

0.46716
5 / 11

GO:0006950
response to stress

0.34926
21 / 49

GO:0007049
cell cycle
0.15819
18 / 38

GO:0007346
regulation of mitoti...

0.02173
11 / 17

GO:0008150
biological_process

1.00000
36 / 90

GO:0008152
metabolic process

0.63921
32 / 80

GO:0009987
cellular process

0.35730
36 / 88

GO:0010256
endomembrane system ...

0.00998
9 / 12

GO:0016043
cellular component o...

0.51993
24 / 59

GO:0030258
lipid modification

0.00858
5 / 5

GO:0033554
cellular response to...

0.01495
19 / 34

GO:0044237
cellular metabolic p...

0.78806
30 / 77

GO:0044238
primary metabolic pr...

0.70628
30 / 76

GO:0044255
cellular lipid metab...

0.25658
5 / 9

GO:0044699
single−organism proc...

0.21113
36 / 87

GO:0044710
single−organism meta...

0.48379
23 / 56

GO:0044763
single−organism cell...

0.22434
35 / 84

GO:0045787
positive regulation ...

0.07555
9 / 15

GO:0045931
positive regulation ...

0.01520
6 / 7

GO:0048518
positive regulation ...

0.96325
21 / 61

GO:0048522
positive regulation ...

0.97232
19 / 57

GO:0050789
regulation of biolog...

0.78806
30 / 77

GO:0050794
regulation of cellul...

0.80743
29 / 75

GO:0050896
response to stimulus

0.80743
29 / 75

GO:0051716
cellular response to...

0.78212
27 / 70

GO:0051726
regulation of cell c...

0.44234
12 / 28

GO:0065007
biological regulatio...

0.76687
31 / 79

GO:0071704
organic substance me...

0.85870
30 / 78

GO:0071840
cellular component o...

0.51993
24 / 59

GO BP DAG analysis



GO:0003674
molecular_function

1.0000
36 / 90

GO:0003824
catalytic activity

0.1195
24 / 52

GO:0004672
protein kinase activ...

0.2179
10 / 20

GO:0004712
protein serine/threo...

0.0608
3 / 3

GO:0005488
binding
0.8427
35 / 88

GO:0005515
protein binding

0.9149
30 / 79

GO:0016301
kinase activity

0.2861
10 / 21

GO:0016740
transferase activity

0.2461
14 / 30

GO:0016772
transferase activity...

0.1968
11 / 22

GO:0016773
phosphotransferase a...

0.2179
10 / 20

GO:0016787
hydrolase activity

0.2861
10 / 21

GO:0016788
hydrolase activity, ...

0.0878
6 / 9

GO:0019899
enzyme binding

0.2220
15 / 32

GO:0019900
kinase binding

0.0889
12 / 22

GO:0019901
protein kinase bindi...

0.0583
12 / 21

GO:0030234
enzyme regulator act...

0.0699
10 / 17

GO:0071889
14−3−3 protein bindi...

0.0608
3 / 3

GO:0098772
molecular function r...

0.1087
10 / 18

GO MF DAG analysis



GO:0005575
cellular_component

1.0000
37 / 91

GO:0005622
intracellular

0.6748
35 / 86

GO:0005623
cell

0.3495
37 / 89

GO:0005634
nucleus
0.6982
25 / 63

GO:0005635
nuclear envelope

0.0247
4 / 4

GO:0005737
cytoplasm

0.4532
28 / 67

GO:0005768
endosome

0.0097
8 / 10

GO:0005770
late endosome

0.0247
4 / 4

GO:0012505
endomembrane system

0.0838
14 / 26

GO:0016020
membrane

0.0624
24 / 49

GO:0031090
organelle membrane

0.0126
10 / 14

GO:0031967
organelle envelope

0.0388
5 / 6

GO:0031975
envelope
0.0388

5 / 6

GO:0043226
organelle
0.7289
33 / 82

GO:0043227
membrane−bounded org...

0.7514
32 / 80

GO:0043229
intracellular organe...

0.6563
32 / 79

GO:0043231
intracellular membra...

0.6866
31 / 77

GO:0044422
organelle part

0.3779
28 / 66

GO:0044424
intracellular part

0.5303
35 / 85

GO:0044428
nuclear part

0.6329
18 / 45

GO:0044444
cytoplasmic part

0.0704
27 / 57

GO:0044446
intracellular organe...

0.4891
27 / 65

GO:0044464
cell part
0.3495
37 / 89

GO:0098588
bounding membrane of...

0.0115
9 / 12

GO CC DAG analysis


